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Figure 2.  Percent of full gene sets of nine reference eukaryote genomes found
in new genomes Daphnia pulex, Drosophila mojavensis, and reference genome
Anopheles gambiae, from DroSpeGe and wFleaBase genome analyses.  The
lower section shows total number of protein genes for each reference genome,
with the upper section the percent of these found in new genomes.  New
genome D. mojavensis has 90% similarity to the reference fruitfly D.
melanogaster, and A. gambiae has 100% similarity to itself. These are taken
from tBLASTn analyses with a match significance of 1e-10 or stronger.
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Genes Found Table

1565902886057771976596711436413472189412221623524Total genes

873719092235570326571141939920105511253415123Mosquito

77616857722446453601882367965105221242915172Daphnia 0609

8541888742330707165191050312276104811243414930Dros.moj

8473387972320701864661032812188104401235714819Dros.gri

TotalWeedYeastWormBeeMosquitoDmelMouseHumanFishSpecies

47.08%30.66%39.98%34.67%65.86%76.42%74.63%55.53%56.11%64.08%Average

47.60%31.50%40.77%35.58%67.95%98.81%73.63%55.70%56.42%64.29%Mosquito

46.52%29.72%38.84%32.65%62.23%57.34%59.12%55.55%55.95%64.50%Daphnia

47.13%30.75%40.33%35.78%67.41%73.12%91.12%55.33%55.97%63.47%Drosophila

AverageWeedYeastWormBeeMosquitoDmelMouseHumanFishSpecies

Percent found of Total Genes in Genomes

Daphnia averages slightly fewer % found, excluding insects, than Dros,
Mosquito.  This may well be an artifact due to assembly incompleteness.
However Daphnia shows 50 - 100 more Fish genes than insects (compare
mammal genes).  This might be eco-genetic rather than taxonomic or assembly
artifact.  Details of which Fish genes are in Daphnia not in insects may validate
this.


